Biochemistry of Glucose Damage in
Diabetes
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F1G. 1. Reaction of Maillard (in vitro formation of antigenic AGEs).
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FIG. 2. Initial steps of glvcation.




TABLEI Exogenous AGEs [11-13].
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Food AGE contentu/100 g
Cereal 193,400
Pastry 425,740
Cake 838,400
Duck skin 6 259,000
Condiments AGE u/15 ml

Maple sirup 795
Brown rice vinegar 2,100
Soy sauce 8,700

Beverage AGE u/250 ml  Sugar g/25 cl
Soda 475 26
Orange juice 600 23
Tea 2,025 0
Coffee 2,200 0
Classic coca-cola 8,500 27

Diet coke

9,500 0
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